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Durante

ciacién y ensamblaj
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Para eso estamos.
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Después

Cost per Genome

Moore's Law

N I H National Human Genome
Research Institute

genome.gov/sequencingcosts.
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Después

Resecuenciacién: SNP y GWAS

*
P L NI EV P KISULHSLIULDVFS AV S F LDV S SV RG L K

5’ -CCTCTCAACATTGAGGTCCCCAAAATCAGCCTCCACAGCCTCATTCTCGACTTTTCAGCAGTGTCCTTTCTTGATGTTTCTTC? CTTAAA-3'
3 TGTAACTCCA! TTTAGT ' TAAGAGCTGAAAAGTCGTCACAGGAAAGAACTACAAAGAAGTCACTCCCCGGAATTT-5"
*

PNAS 106(45), 19096-19101
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Después

Resecuenciacién: SNP y GWAS

*
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PNAS 106(45), 19096-19101

Coci

do un genom 14 /17



Después

Resecuenciacién: SNP y GWAS
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SRA database growth

1000
2,061,878,872,5830,027 total bases
951,865,158,816,738 open access bases
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Mine Safety and Healt Administration
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http://bioinformatiquillo.wordpress.com
#amoachalo

Fabrica de Tux
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